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varieties have their own unique morphological characteristic, but differentiating them 

sometimes could be difficult. Therefore, it is important that analysis to distinguish 

pineapple varieties at the genetic level be conducted through the use of DNA 

fmgerprinting. The fmgerprints can be created using various types of genetic markers that 

are available, such as Random Amplified Polymorphic DNA (RAPD), Direct Amplified 

Length Polymorphism (DALP), and Restriction Fragment Length Polymorphism (RFLP). 

2.3 Random Amplified Polymorphic DNA (RAPD) 

Random Amplified Polymorphic DNA (RAPD) was first introduced by Williams et al. 

(1990). The DNA polymorphism assay is done based on the amplifications of random 

DNA segments with single primers of arbitrary nucleotide sequence. RAPD employs 

short primers of arbitrary sequences to amplify random portions of the sample DNA by 

peR. Since each primer is short, it will anneal at many sites throughout the target DNA 

(Franklin et at., 1999). 

RAPD is considered to be non-coding and therefore selectively neutral. Such 

markers have found widespread use in population genetic studies whose characterizations 

of genetic diversity and divergence within and among populations are based on 

assumptions of Hardy- Weinberg equilibrium and selective neutrality of the markers 

employed (Liu et al., 2004). 
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